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Appendix A: Sample questionnaires - Household transmission investigation protocol for 2019-
novel coronavirus (2019-nCoV) infection
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Protocol summary /7 Z& i %

Household transmission investigation protocol for 2019-novel coronavirus infection
2019 B R B R P K LB HE TR
Study population All household contacts of a confirmed 2019-nCoV case
RN 2019 nCoV 213 191 H) T A7 5 e s
Potential output and analysis Transmissibility in household settings
BER" WA FREIIG rh (AL F L
Estimates of:
PP
Secondary Infection rate (SIR) among close contacts
and factors associated with secondary infection
EVIEAE B REGE (SIR) MG YA
Range of clinical presentation, risk factors for
infection, and the extent and fraction of
asymptomatic infections
Il PRI LSRG S R R 3R DA &G
SRR G P 2 A EL A1
Serologic response following confirmed 2019-
nCoV infection
FAHT B SR B IS i A LT 2 S
Epidemiological modeling parameters:
WAT I RS
Reproduction numbers: Ro and R
B4 RoFIR
Serial intervals specific to household setting
FREMEL N HARER ] B
Incubation period
XN i
Infection attack rates
R GLRE R
Study design Prospective study of household contacts of confirmed 2019-
Bt nCoV cases, ideally before widespread community
transmission occurs
2019 nCoV Wizl ZX REHe b T RE PR 7T, BRARE LT
FefE) I AL X AL R AL i
Study duration At a minimum, enrolled household contacts will complete
B R four home visits within 28 days of enrolment/follow-up
FHIE ) R B (1 5/ U I 28K 9 5220 SE AR K
Vi
Minimum information and Data collection: Epidemiological data including: clinical
specimens to be obtained from symptoms, exposures, including contact with confirmed
participants case.
NS E5HMRBB/IME BER | FORMEE: WATHFRRMRE: ImARREIR, FRERT
FrAs O, BLFESHRS B 0 el
Specimens: Respiratory (and other) to diagnose current
2019-nCoV infection, serum to inform seroepidemiological
Inferences
PrA: 12072019 nCoV YL PR TE B H A AR A, #E47 1M
T AT I8 S T 1) L7 b A




1 Background 5 5t

The detection and spread of an emerging respiratory pathogen are accompanied by uncertainty over the
key epidemiological, clinical and virological characteristics of the novel pathogen and particularly its
ability to spread in the human population and its virulence (case-severity). This is the case for the novel
coronavirus (2019-nCoV), first detected in Wuhan city, China in December 2019 (1).
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Closed settings, such as the household, have a defined population that do not mix readily with the larger
surrounding community, and therefore such settings provide a strategic way to track emerging respiratory
infections and characterize virus transmission patterns because the denominator can be well defined. Also,
exposure is within the setting, and follow-up of household contacts is generally more feasible in this well-
defined setting as compared to an undefined one. Household setting studies allow us to determine
transmission dynamics (reproduction number and serial interval) of the virus as well as to understand the
clinical spectrum of illness in secondary cases (2). Closed settings are also useful to observe chains of
transmission in an epidemic as the pool of susceptible, exposed individuals is larger. Therefore, in the case
of multiple waves of infection through the closed setting, unique insight into transmission dynamics can
be derived in the early epidemic stages.
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To date initial surveillance has focused primarily on patients with severe disease, and, as such, the full
spectrum of the disease, including the extent and fraction of mild or asymptomatic infection that do not
require medical attention are not clear. Infections identified in close contacts may potentially be
generalizable to naturally-acquired infections (in contrast to cases presenting for emergency care among
which there would be fewer mild cases). Following close contacts with similar levels of exposure to
infection from primary cases can also permit identification of the asymptomatic fraction. Principally,
follow-up and testing of respiratory specimens and serum of close contacts can provide useful information
about newly identified cases, as well as the spectrum of illness and frequency (by for example age) of
asymptomatic and symptomatic infection.
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With the emergency of a novel coronavirus, initial seroprevalence in the population will be low due to
the virus being new in origin. Therefore, surveillance of antibody seroprevalence in a population can
allow inferences to be made about the cumulative incidence of infection in the population.

Household transmission studies also can provide the opportunity to follow-up confirmed cases to
understand antibody kinetics.
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The following protocol has been designed to investigate household transmission of 2019-nCoV in any
country in which 2019-nCoV infection has been reported and households are exposed. Each country may
need to tailor some aspects of this protocol to align with public health, laboratory and clinical systems,
according to capacity, availability of resources and cultural appropriateness.



However, using a standardized protocol such as the protocol described below, epidemiological exposure
data and biological samples can be systematically collected and shared rapidly in a format that can be
easily aggregated, tabulated and analyzed across many different settings globally for timely estimates of
2019-nCoV infection severity and attack rates, as well as to inform public health responses and policy
decisions. This is particularly important in the context of a novel respiratory pathogen, such as 2019-
nCoV.
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Comments for the user’s consideration are provided in purple text throughout the document as the user may
need to modify methods slightly because of the local context in which this study will be carried out.
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1.1 Objectives H Y
There are three primary objectives of this household transmission study:
XIS FEAE IR A = EE H /-

1. To better understand the extent of transmission within a household by estimating the
secondary infection rate! for household contacts at an individual level, and factors
associated with any variation in the secondary infection risk.
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2. To characterize secondary cases including the range of clinical presentation, riskfactors for
infection, and the extent and fraction of asymptomatic infections.
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3. To characterize serologic response following confirmed 2019-nCoV infection (highly
encouraged, but optional depending on laboratory capacity and resources)
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Household transmission studies provide rich data that can permit evaluation of secondary objectives such
as, but not limited to:
FREALTEO TSR AL T FE B, "TROEMREH W, #lan, EART
1 To estimate the serial interval?in a household setting.
AT SR RE R B o AR (8] B
2. To estimate incubation period®, duration of infectiousness*and duration of detected
shedding®
T AR IS A erp 2z iof )RR ARG 00 28 (4 HE 25 B
3. To characterize duration and severity of 2019-nCoV-associated disease.
8382019 nCoV HH S A 15 S I [A] A0 B AR E
4, Others (context specific/ optional)
FoAth OS54 2 /] 38D

1 In this context the secondary infection rate (SIR) is a measure of the frequency of new cases of 2019-nCoV infection
among the household contacts of a primary confirmed case in a defined period of time, as determined by a confirmed
2019-nCoV positive lab result. In simple terms: the proportion of household contacts of a primary case who
subsequently become infected with 2019-nCoV
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#2019 nCoV L4
2The serial interval is defined as the period of time from the onset of symptoms in the primary case to the onset
of symptoms in a contact case.
Ao 1] o 2 i NS A 18] s TR 8 o 451 3 BIAE IR A0 I T B o
% Incubation period is defined as the period of time between an exposure resulting in infection and the onset of
clinical symptoms of disease.
SRR i M R 1) 2 R 21 H I M ACE R 2 1] FR P ] B
4The duration of infectiousness is the time which virus is shed and able to be transmitted regardless of clinical
symptoms
Mt YRR BN [R] AR AE AN FE i PRAEAR IR 50 995 55 4R HE AT R A I ()
51t is currently not known how long detectable 2019-nCoV virus shedding lasts; information from this study would
help to clarify the duration of shedding among individuals with confirmed infection.
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2 Study procedures i 7% f£ 7
2.1 Study design I 5t 1%t

The household transmission investigation is a case-ascertained prospective study of all identified household
contacts of a laboratory confirmed 2019-nCoV infection (see 2.2 Study population). It is intended to provide
rapid and early information on the clinical, epidemiological and virological characteristics of 2019-nCoV.

FBEFEAR IR AR — VR G ATEVERT 7T, HAR AN LI E #121112019-nCoV G H A Ll
IS BEREfRE (2. 20 FENHED « AWEIT B ARSI 9%2019-nCoVIRIRIR s L4795 22 A5 25 2 Ak
HEVSUE RS I EYSH

This investigation should be conducted following the identification of a laboratory-confirmed 2019- nCoV
infection in any country. It should also ideally be conducted before widespread community transmission
occurs. That is, within the early phases of an epidemic following the identification of a laboratory confirmed
2019-nCoV infection.
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2.2 Study population #f 77 A\ #E

The study population is derived from the identification of any laboratory confirmed 2019-nCoV infection.
This is distinct from a household cohort study in which a group of disease-free households are recruited and
then followed over time. Every effort should be made to include all identified household contacts of cases of
a laboratory confirmed 2019-nCoV infection.
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For the purpose of this investigation, primary cases will be identified through surveillance of individuals who
are diagnosed with laboratory confirmed 2019-nCoV infection. 2019-nCoV case definitions for reporting are
available on the WHO website, although they are subject to further updates as more information becomes
available.
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COMMENT: All WHO guidance material for 2019-nCoV is available on the WHO website. This currently
includes case definitions, laboratory guidance, infection prevention and control and travel guidance.
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For the purpose of this investigation, a household is defined as a group of people (2 or more) living in the
same residence. In practice, the technical definition may vary due to social, political and cultural practices.
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Definitions of a household which may be used (but are not limited to):
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e - Two or more people living together in a domestic residence (residential institutions, such as
boarding schools, dormitories, hostels or prisons will be excluded).
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e - Adwelling or group of dwellings with a shared kitchen or common opening onto a shared
household space.

L B s Bl F 5K i =5 ) ) A 2 sk B 8. For the purpose of this investigation, a
household contact is defined as a person who has resided in the same household as the primary
2019-nCoV case while the case was symptomatic.

TEARRIAAF, FEEHARE £ FETE2019 nCoV J5 A il i IR 5 FL B 7E Rl — K BEM N
COMMENT: For the purposes of comparability between investigations, it is important that
whichever definition of a household contact is well detailed in any reporting on the investigation.
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2.3 Exclusion criteria HE[: b e
Households may need to be excluded (or not, if it is possible to tease out the transmission dynamics)
K EEV] BE TR B HERRAESL (AN SR AT REATBE A% 3 20 70 2 WU AN 75 HERRD
if:
R
« Date of onset is the same for more than one family member
ZANGBE R Aw H AT
2.4 Study duration i 7B

The investigation can continue for as long as is determined feasible by the country implementing the
investigation. However, ideally, enrolled household contacts will complete four home visits within 28 days
of enrolment/follow-up. Specimens, and information on risk factors and symptoms will be collected from
primary cases and from each of his/her household contacts. The duration of follow- up may vary depending
on further secondary objectives.



HOEE S B A B S v AT, TS DLRF SV e T . AR, RS OL T, AR BERE A+
FENHIBEVTHI28R A FERRARZK 5 o 1 WA 5 AT b/t RO B A FR R i 2 SCSRFEAS . SBT3
RS 2o BEVIIS TR AT REAN ], BTt — 2B I H A

Study enrolment could be extended as far as desired, however the most valuable period in order to use
data for targeted public health action is in the early phases of the epidemic.
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2.5 Data collection 3R £E

Information on primary cases and their close contacts should be sought through a combination of face-to-
face or telephone interview of the case (or family members if the case is too ill to be interviewed), household
members, self-reporting, interview of health care providers and/or review of medical records where required.
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An investigation questionnaire can be found in Appendix 1 of this document. These forms are not exhaustive,
but outline the data collection required for insight into the epidemiology of 2019-nCoV and may be updated
further. This will still need to be adapted based on the local setting, and outbreak characteristics.
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Once a case of 2019-nCoV infection has been identified and recruited into the investigation, a home visit

will need to be conducted to identify all eligible household contacts, to collect relevant socio- demographic
and clinical information and to allow molecular confirmation of secondary infections and establish baseline
antibody status, (or at a minimum to collect serum to test seroprevalence once serology capacity is available).
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2.6 Follow up of cases and contacts % 51| F142 fift & 6 5

For the purposes of this investigation, data and specimens will be collected through home visits from cases
and contacts on the day of recruitment (Day 1), followed by home visits on day 7, day 14, and day 28 if
possible.
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COMMENT: For surveillance, follow up needs to be more frequent. The specimen collection schedule for

the household transmission investigation described here, is added on top of normal follow up of contacts.
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For cases, data will be collected using Form 1a for the first visit, followed by Forms 2, 3 and 4. For
contacts, data will be collected using Form 1b for the first visit, followed by Forms 2, 3 and 4.
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Symptom diaries (template available in Appendix 1 of this protocol) will be provided for all household
contacts to complete for up to 28 days after the administration of the baseline questionnaire, with a minimum
of 14 days, to record presence or absence of various signs or symptoms. A proxy may fill out the symptom
diaries on behalf of those unable to complete the form themselves.
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Any household contact with clinical symptoms within 14 days of the last exposure/contact with the primary
case should be considered as a symptomatic contact and so a possible/suspected case, and therefore managed

as such.
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The table below provides an overview of the follow-up procedures

TR T IR

Purpose of form

Collecting from whom?

\When should it be collected?

g H BlEE (ELIEE 3
Confirmed cases
AL
Form 1a Minimum data reporting For confirmed cases As soon as possible after laboratory
form confirmation of a case (Day 1)
_— 2 L e T S
R e bk PR ERL (1R R R
Forms 2, 3 Case follow-up forms For confirmed cases At hom_e visits (Days 7, 14 and 28)
and 4 (outcomes) respectively
iz [PPIRUR HisHil (D Sy BIE ST RIARIBR K
Household contacts
KM
As soon as possible, ideally within 24 hours
. after laboratory confirmation of the primary
Form 1b Contact data reporting form |For households contacts case (Day 1)
3 TR Iy He e 3 R .
R B BRHR SR REEEME b, B TR FUR S S
[f24/hNe g (BBLR) YRR
Forms 2, 3 For households contacts  |At home visits (Days 7, 14 and 28)
Contact follow-up forms .
and 4 (outcomes) respectively
oy [FMEBIIE FEPE (AR D BEBTRIURRERFIIN
Symptom Record presence or absence |For confirmed cases (if  |For up to 28 days after the administration of
diaries of various signs or possible) and households |the baseline questionnaire (Form 1b), with a
symptoms. contacts minimum of 14 days
RN B
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Confirmed cases and household contacts

BRI B K RE R A

Laboratory Eﬁﬁgﬁ%ggﬂﬁﬂl F firmed q This table will need to be filled/ updates to at

results report y or contirmed Cases an each specimen collection time point above
methods used) households contacts
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2.7 Specimen collection FE4<K4E

COMMENT: The following is intended to guide minimum specimen collection from confirmed cases and
their household contacts. It may be more useful to collect respiratory specimens from study participants at a
more frequent interval to provide more detailed insight into the duration of shedding and the serial interval
(not just the symptomatic serial interval).

TEME: LUT AR B ESR ISR 01 R S S fid 2 USSR i DR AR o DUSE AU (4 18] B W SR T 7t
Z5HE W ERITEREAE N, DT VA 1 AR 35 S [ A ER R Bg - A E TR A e 1]
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2.7.1 Confirmed cases #7124 1

All baseline respiratory and serum samples (as directed by specimen collection guidance in the country)
should be collected from confirmed cases, as soon as possible after laboratory confirmation. Liaise with the
relevant local public health laboratory or the nearest relevant laboratory to determine which specimens have
already been collected for confirmed cases and if they are of sufficient quality and quantity for this
investigation.
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Follow-up samples (and other samples) may include upper respiratory tract samples, clotted blood, but also
oral fluid, urine, feces and should be collected at a frequency described in Figure 1. Lower respiratory tract
samples can also be collected, if feasible but recommended infection prevention and control precautions
should be in place prior to collection (see2.9.3 Prevention of 2019-nCoV infection in investigation
personnel). Appropriate PPE should be worn when specimens are being collected from confirmed cases.®
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2.7.2 Household contacts 5¢z8 24 2

All baseline upper respiratory specimens (nasopharyngeal/oropharyngeal swab) and serum samples should
be collected at the initial home visit. Respiratory specimens should be collected for molecular testing, as well
as serum samples for serology, from all members of the household, regardless of symptoms, together with
the administration of the baseline questionnaire. At the day 7 and day 14 visits, respiratory samples (and
other relevant specimens) will be collected from all members of the household for virologic testing,



regardless of symptoms, and at the day 28 visit, serum sample, (and other potentially relevant specimens)
could be collected from all household contacts — see Figure 1
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Paired serological samples from all household contacts allow for confirmation of seroconversion, and are

useful to confirm the secondary-infection attack rate and the proportion of infections that are asymptomatic.
They can be taken regardless of symptoms.
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Other specimens (as described for confirmed cases) may be collected according to clinical presentation,
resources and observed patterns of viral shedding (described earlier) and may be collected by research staff
depending on resources, logistics and training.
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2.7.3 Note on serology /7% 577 & FH

Paired clotted blood samples should be taken for serology and handled and separated correctly by the
laboratory. Paired serological samples from confirmed cases are needed to aid the development of
serological testing, to determine an accurate secondary-infection attack rate.

L3 2 A6 5 LR T B A, E S0 =5 TR A AL ER AN 43 B8 o BS993 91 10 IS5 2 o A 7 ot SR 4, DA
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Serum samples should be taken on all 2019-nCoV confirmed cases.
T3 2019-nCoV A 129 151 151 82 K AR LB FE A .

e - An acute baseline clotted blood sample should be taken as soon as possible, and ideally no later
than 7 days after symptom onset.

PR PRRAE SRR LR IRE, HdF AR AR ST R

e - Afollow up (or convalescent) clotted blood sample should be taken:
PR EE (BB D BRI E:
0 at least 14 days after the base line sample,
BEUFEAREG E 14K,

0 OR 28 days after symptom onset if an acute sample couldn’t be taken when the case was
symptomatic.

BAEAEIR MBS 28R, USRAEAT AR (R 00 T A BER S SEIIFEA



Figure 1: Timeline of data and specimen collection in the household transmission study
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Serum sample (dependent on country) (optional) Highly encouraged

MIEFEA CHE 2K 7€) QpsH SR
Other specimens (if relevant) (optional- situation dependent)

FAREAR CAIAHR) ARG DL E

Symptom diaries

Highly encouraged
SR Z I

Wil H &

Legend:

P 441«
Blue boxes indicate activities which are needed for the study

77 HESS HH I TE P A RS 3

Light blue boxes indicate when serum collection (or symptom diaries) is highly encouraged, but not essential according to resources
and capacity.

HRWE 7 AE B TN SR Z BT R AR (BUER H 8D, (EARYE BHEANRE JI A2 L 7R Y

Green boxes indicate where additional specimens could be collected above the minimum specimen requirements of this study to
increase information available. Please note that this could also include collecting specimens from household contacts when they first
become symptomatic.

RO TTHERIRAE AN TUIRRAEAZOR DL E PR BIMEA, DI AERE . HER, o] eI REER LAl 5K
IR I PORE A

2.8 Specimen transport FEASIZ

All those involved in collection and transporting specimens should be trained in safe handling practices and
spill decontamination procedures. or details regarding the transport of samples collected and infection
control advice, please refer to case management algorithm and laboratory guidance in the country or WHO
laboratory guidance, available on the WHO website.

Fi 2 5 RAEE RIS HRE AR 1N DB L HE 52 22 A R BB AR AR T R AR P 5 . B SRR RE A
S AR H R I TEANE B, TE S RWHOM B B3R B 500 ) B IME N SEIG % 5 FF BWHO
KU EIE R o

For each biological sample collected, the time of collection, the conditions for transportation and the time of
arrival at the study laboratory will be recorded. Specimens should reach the laboratory as soon as possible



after collection. If the specimen is not likely to reach the laboratory within 72 hours, specimens should be
frozen, preferably at -80°C, and shipped on dry ice. It is, however, important to avoid repeated freezing and
thawing of specimens. The storage of respiratory and serum specimens in domestic frost-free freezers should
be avoided, owing to their wide temperature fluctuations. Serum should be separated from whole blood and
can be stored and shipped at 4°C or frozen to - 20°C or lower and shipped on dry ice.

T REERFN DA, NACFRER ] B 5 5 A B R BT 78 S0 = A 8] FEACR AR J5 R
PILIESLI S o WERFEARA T BEAET2/NN AIEA SR =, WINCKEFEA VS IR, B dfE-80°C ), JFHIT
vKiskar. AR, FLEL R A SR IR R TRE G s PR T AL 37 R AN A A 2K JE A v R A
(RO R AER) « MiFN 5458, FFalfE4°C M g (e Aiakm, BUR ¥ 2 -20°Ca AR IR
FE, ARJA Tkt

Transport of specimens within national borders should comply with applicable national regulations.
International transport of specimens should follow applicable international regulations as described in the
WHO Guidance on Regulations for the Transport of Infectious Substances 2013- 2014.

A 358 NI R AR AT G 3 00 [ 5 2 o AR A 1 [ s g OB AR WHO 2013-20144% 4L iz i 2%
9145 1 T BT R P R B 2 191

2.9 Ethical considerations 16 2% &

Ethical requirements will vary by country. In some countries, this investigation may fall under public health
surveillance (emergency response) acts and may not require ethical approval from an Institutional Review
Board.

HESR A E R MR . £—LLEEK, ATUHETREHAT AL PARE (MAMRD ERT, LRl
B B B S 2 It B

2.9.1 Informed consent /1% /&

The purpose of the investigation will be explained to all known contacts of a confirmed 2019-nCoV infected
patient. Informed consent will be obtained from all cases and contacts willing to participate in the
investigation before any procedure is performed as part of the investigation by a trained member of the
investigation team. Consent for children under the legal age of consent will be obtained from a parent or
legal guardian. Each participant must be informed that participation in the investigation is voluntary and that
s/he is free to withdraw, without justification, from the investigation at any time without consequences and
without affecting professional responsibilities.

[7] B AT $2 i 12 192019 nCoV ke B M B H W WX UR & 1 H i (ENRE R — &, 1EH
BRI B A PAT AL B, o) B A B S S0 2 0903 ) AR e AR BN 1% Rl . 3R
RIS E U ) LE 1 [F) R AR A5 B AR EE 2 I NIVFR] . S Fnd i 2 5%, AR
JER, MeAbw] LAEAR RIS O R BER BB R A, AL AR AR, AR 5T
f£.

COMMENT: The age of consent may vary by country. Check the requirements of local, regional or national
authorities.

e FEER TR E MR, e, X e E R TR 2K
Informed consent will seek approval to collect blood, respiratory samples and epidemiological data for the

intended purpose of this investigation, that samples may be shipped outside of the country for additional
testing and that samples may be used for future research purposes.



K1 A A B AR Tz A E B0 H M WRGE FEAR AR AT A B R VR AT, BZAEAR
wigik B E AT HE PRI, JF AT R R ORBE T

2.9.2 Risks and benefits for subjects 4282 #M fi2 Je )¢ 75

This investigation poses minimal risk to participants, involving the collection of a small amount of blood and
respiratory specimens. The direct benefit to the participant is the possibility for early detection of 2019-
nCoV infection which would allow for appropriate monitoring and treatment. The primary benefit of the
study is indirect in that data collected will help improve and guide efforts to understand transmission of
2019-nCoV and prevent further spread of 2019-nCoV.

X IR 26 2 5 0 I XU 2 /N, B RR IR D B IR R WP IROEFEAS . X2 53 I B A
A DAL A 302019 nCoV , MG AT PABEATIE 24 1 WA I A2 V69T o AZ TV 7 1) 32 AR 55 2 A4 1)
RIS B (B A B T 42 5 3148 5672019 nCoV A& K EEA#, 97152019 nCoV [ridt— 5L 4% .

2.9.3 Prevention of 2019-nCoV infection in investigation personnel
Ty i e A 13 /72019 nCoV

All personnel involved in the investigation need to be trained in infection prevention and control procedures
(standard contact, droplet or airborne precautions, as determined by national or local guidelines). These
procedures should include proper hand hygiene and the correct use of surgical or respiratory face masks, if
necessary, not only to minimize their own risk of infection when in close contact with 2019-nCoV infected
patients, but also to minimize the risk of spread among contacts of 2019-nCoV infected patients. WHO
technical guidance on infection prevention and control specific to 2019-nCoV can be found on the WHO
website.

TG 2 50 AN R 75 8 2 B T K42 AR 0 R I el ) 5 322 b v DU w B A 1) s v 2 ik
TRIREL S SAL BTG b o IX R N HE A B A 2 1 TV 55 S IR A AR BT B
B, AMUE RS B Y2019 nCoV Ji N % DI H2 A o 5 B BUL i AU, 75 AT P4 42019 nCoV i
N B A (P A R XU o 7R PZH 2Rt B2 5 5¢ 12019 nCoV 1 HL AR B GL i 5 % 428 thl it it 1 4%
VTR

3 Laboratory testing 5246 2 A4l
Laboratory guidance for 2019-nCoV can be found on the WHO website.
FEH T ZA Pk F 72 (] 9¢ 172019 nCoV I SELR = 451

Several assays that detect the novel coronaviruses detected in Wuhan, China have been recently developed
and the protocols or SOPs can also be found on the WHO website.

H AT ST A 1 A r B ORI 20 R R R 3 1 2 N alls ik, Ho7 RESOPH 2 Lt A4
A ELP

4 Statistical analyses 4t it/ #r
4.1 Sample size FEA &

This investigation is intended to be implemented to provide rapid and early information on the clinical,
epidemiological and virological characteristics of 2019-nCoV. Larger studies will undoubtedly permit more
robust analysis of potential factors affecting the secondary infection risk, more precise estimation of the
asymptomatic fraction, and more detailed characterization of serologic responses following infection



XL A H 72 92019 nCoV HIIGR . AT 22 A 55 A R AL SR At bkl LR IRE R . L
TF FE 0 5 R 32 PO 2 M A A TR IS PR A A 3R SE AR AR ) 0 A, X St L A1 AT TR 8 1) £
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4.2 Epidemiological parameters 717 S# 2 %1

The table below provides an overview of the epidemiological parameters that can be measured as part of this

investigation

TENHE &R,

TRBE 7 AREM RTINS

Parameter
i

Definition

(in bracket: “simplified”
expression of it)

E X (FET N BRI

Form and questions
where to get the data to
calculate the parameters
concerned

Comments, limitations

B, JRERE

TR

distribution of cases by time,
person and place

i GE NI bz LYK i
i 5] 73 Ar

Form 2: Q3

Form 3,4,5

Fi%1: Q3. Q4. Q5
wik2: Q3

FH3. 4.5

ik E YN P E POETS
B AR RS M
Course of disease  |A description of the Form 1: Q3, Q4, Q5 *Location will need to be

supplemented by notification
data to recognize geospatial
trends

*ifs A B, LU
iy 2 ]

Symptomatic
proportion of cases
(asymptomatic
fraction)

o ] (R RE AR 1 A7
CIAREIR EED

The proportion of cases who
show symptoms or signs of
2019-nCoV infection

i 191 LE g SR 1 L2019
T 71 e R P i AR IR BXE

Form 1: Q6
Form 2: Q5
Form 3,4,5

Form 6
Kkl Q6
w2: Q5
#h%3. 4. 5
N6

*The numerators of interest are
the numbers of those contacts
reporting various signs and
symptoms of infection

(e.g. fever, cough) and the
number/proportion of those
contacts reporting no signs or
symptoms (i.e. the
asymptomatic fraction); the
denominator is the total number
of cases.

o TR AR AR A A A
QRN (i, KA,
WO s R, AR
IS AR 5 R L LA AT 38 5% i
IR Ak 1 B/ b s CED
TAERE ) 5 BRI B

A




Parameter
Z

Definition

(in bracket: “simplified”
expression of it)

EX (FESH: B
W RiE)

Form and questions

where to get the data to
calculate the parameters

concerned

AR SR AT AR ER
O LA S R S 5

Comments, limitations
=, R

Secondary infection
rate (also called
secondary infection
incidence)

Y T
CHLAR AL R R
COES

/A measure of the frequency
of new cases of 2019-nCoV
infection among the close
contacts of confirmed cases
in a defined period of time
(The rate of contacts being
infected. Assessed through
serological assays on paired
samples)

REE R Y, R CRRIZ R
g, g
201937 e R B 1B
191 R A AE SR Y 5

CHefih 2 Wk gL i Bty
A T O AR (19 10355 A
AT A

Form 3,4,5

Ftk3. 4. 5

*The numerator will be
determined as the number of
household contacts with
confirmed 2019-nCoV infection,
while the denominator will be
determined as the total number
of household contacts.

> T ONEIZ R GE2019 Y
IERNEEAINER 20 B
> R E N S R AR
i&o

*represents an overall risk of
infection among household
contacts for a defined time
period.

TR R I 8] P 2 2 1 ik
ARG B XS

Clinical presentation|{The range of clinical Form 1: Q6 *In-hospital clinical studies will
symptoms in cases and enhance understanding of
I R 2 0 contacts.(Severity) Kkl Q6 clinical course, severity and risk
determinants, as well as case
T ] S B IR AR [Form 2: Q5 fatality.
VoE () e B
2 Q5 L 5 31D 6O I PR 4 8 75
IR R PR XU R
5E R SR A6 T B FL
Serological response/Change in serum level of  [Form 3,4,5 *This will only be able to be
calculated with the addition of
to infection specific antibodies to 2019- [£#%3. 4. 5 laboratory data
nCoV
o SRR e P IR 2 X R REAE VSIS0 5 Hdf 1
I (Increase in titre) TEL N AT IR

%12019nCoV )4 St i
(AL 7K ST AR A

I BE )

*Will be supplemented by
findings of clinical studies and
first few outbreak studies to
confirm that seroconversion
following an infection is
anticipate

B IR AR TS SR K ] L
B R IR FTIMEL#h 78, LB
T AT SRR 1A L3 1

sy
)




Incubation period The time period between  |Form 6
2019-nCoV exposure and
AR the appearance of the first |46
sign or symptom of the
disease
(from infection to disease)
M 2019387 RY TR 25 B R
B ZBIR 1) UL R EE
PR HH I FRT A TR TRD RS AR
e 2B
Serial interval The time between onset of |Form 1: Q6 *Will be greatly
distribution symptoms in the case to enhanced by
onset of symptoms inthe  |e4%1. Q6 information from first
A B 18] B 43 A close contact few outbreaks where
Form 2: Q5 transmission chains may
M 15 PR R A B be more identifiable and
VI HORER R RO 3ekk0. 5 prolonged
[F1] 111 g ‘ . .
orm 34,5 06 LIRS S
o (EESEIREL NI
» BT A
K3, 4. 5: Q6 i, "o
1 FE T i b A R
Form 6 A
Generation time Time between infection in  |[Form 3,4,5 *Will be greatly

distribution

AR 18] 50 A

the case and infection in the
close contact

o 51 R e K i D) H i 2 TR
G (R 8] 8] B

&3, 4.5

enhanced by
information from first
few outbreaks where
transmission chains may
be more identifiable and
prolonged

T AT LR A1
(EESSIRRC O
5, PRI
AR B B iR S
A




Population groups
most at risk

YN

Determining the groups who
are most vulnerable to 2019-

nCoV infection (e.g. age

groups, gender, occupation)

Aiden:

A B & 52 3112019 nCoV

IO 1A

(Bltn, EReHEA,
ol HAED

Form 1: Q4, Q5
FA%1: Q4. Q5
Form 2: Q3, Q4

£%2: Q3. Q4

*May only be an early
signal, other sources of
information will need to
be used to inform
decision making (line
listing of cases and other,
clinical case series)

] e — M REME
7, T B HARIR
EEMTIRFRE
I B 57 A A
PRI B 22 51D

*This may be biased
from this study, as we
are recruiting on the
basis of being detected
and confirmed to have
2019-nCoV and
healthcare seeking
behaviour may vary
between population
groups

*IX ] RE S IX T T A
iz, AIRATRZTE
(oA ESIPE SR ING B
20193 A e AR EE )
A TR,
T HAR NS KEE
T RUB AT N AT RER
UNER




Genomic data

R R 2H B

Form 3,4,5

HKH&3. 4.5

*An alternate means to
estimate the
reproduction number

T A R 1 5 —
il i

*May supplement other

transmission data to
inform transmission
parameter estimates,
although likely to be
delayed beyond the
initial public health
response phase.

] AR 78 HoAth A% 4k £k
. DA R T AL
SHL REIX T RELE
iR 38 /3 3 TLAE B
B B -

Basic reproduction
number RO

SEAR A HRO

/A measure of the number of
infections produced, on
average, by an infected
individual in the early stages
of the epidemic, when

FEFATIR 3, 25ehs b
T R 1) By R,
IR T A R
A

Form 2: Q5
Fh2: Q5
Form 3,4,5

FKH&3. 4.5

Form 6

R 6

*Can be calculated
using different
approaches; identifying
clusters and cluster size
(using epi methods and




virtually all contacts are
susceptible. (average
number of infections/disease
arising from one infection)

(RGeS 7 2 %
QeI AR

Reminder: Basic
reproductive ratio (R0) —
everyone is susceptible and
there is no control,
maximum value that R can
take is equal to the
transmission potential.

. EARFEAER (RO)
- RN G, TerE
i, RATLLAKS ) KR
(E 5 AR EE

potentially genetic
information to identify
how many secondary
cases are occurring), and
using the epidemic
curve and how steep it is

] R AN R 7 v it
TS RO R
RERN (ERTRAT
3 7 AT A Y
EER, BARGIER
= R 4 R 1 S A1 K
) . IR AL G
SYETEE S

*R can be calculated
using multiple sources
of information incident
case notifications,
incident hospitalisation
by age (as a potentially
more stable alternative)
or genomic data, all of
which will be taken
together as an estimate
of transmissibility.

AT LR 2 A Bk
JETHER, BHERGIK
G PSR S
fsomfERe (ER—
il e 5 AR E 1A
P75 B R R
At X 2k
ok MR v 1%
i




Reproductive ratio (R)

FER(R)

Ever-changing quantity of
the amount of secondary
cases produced by a primary
case across time and space

(i.e. context-specific)

H A B A 51 I T A
27 B)_E A B B R 1 )
A WAL

QUL 2R ED)

Form 2: Q5
FA%2: Q5
Form 3,4,5
K3, 4.5

Form 6

R 6

*Not the main aim of
household transmission
studies, but if the study
is continued and
transformed into a long-
term “cohort” study we
may be able to calculate
it.

<A SCRE A O SR
TR, {E R AR
SRS, AR K
BAIBET, RA
VEAT LA




5 Reporting of findings & Bk 14
5.1 Reporting i 5

Any investigation of this nature should include reporting on the following information:
(1) the number of households, the number of household contacts included,;

(2) the number of PCR-confirmed 2019-nCoV cases among the household contacts;
(3) the number of symptomatic household contacts;

(4) the number of household contacts with serologic evidence of 2019-nCoV infection. Ifsample size
permits, these numbers should be stratified by age.

FEART I Fofr e o F 8 2 o7 A 4R 5 DL RS B

(LD P, SRR R N E

(2) FpEizf P 4 PCRIAZ 120194 NCoVIF 1 %1 ;

(3) AR I BE Al NAL

(4) H2019-NCoV/E AL M5 FUEHE M K EHe il N, WIRFEAE UVF, XS H T BOAZ R 0
S

It is also important to fully document the study design, including the definition of households and
household contacts, the approach to ascertainment of primary cases and secondary cases, the duration of
follow-up, and the laboratory methods used to ensure that data can be pooled to increase power in
estimating epidemiological parameters.

FIRFEZ AR, EFM LRI A vt A S Rl 1 5E 3L, Wi 5 25 B AN 4L 50
IR T7iE, BEVTHIRRST R, DLK 9B OR B RERE T AR AR s il TR AT o 5 S 20 € Jy A T G
KA =T %

Ideally, information would be collected in a standardized format according to the questionnaires and
tools in this generic protocol to assist with data harmonization and comparison of results (see forms in
Appendix A).

HARME LR, ST R ERAN TR, DArdefis B8, DL B b A
SRR CILPHSRAF BRI

If the data is shared by the implementing organization to WHO or any agency or institution providing
support for data analysis, data shared will include only the study identification number and not any
personably identifiable information.

ARPAT H AU A 3 2 45t AR B o S SR AL R Bl LR, 3= i B R A
BAEHTFORB S, A SIS N B3 HI1E B
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Appendices f}%

Appendix A: Sample questionnaires - Household transmission investigation protocol for 2019-
novel coronavirus (2019-nCoV) infection

BYSRA: FEACT 2 ) 5—2019-8 B4 e bR 9% 7(2019-nCoV) IS e 5 e A& #2577 &
Form 1a : Report Form for cases - Day 1
Fla: PR ER-H1IR
Form 1b : Report Form for household contacts - Day 1

Flb: FpEFEMRE RS R-HLR
Form 2: Report Form for cases and household contacts — Day 7
T2 OISR AR R BT R
Form 3: Report Form for cases and household contacts — Day 14
3 I SRS A R T R 14K
Form 4: Report Form for cases and household contacts — Day 28
Red: IR SRR A A T R 2628 K%
Form 5: Laboratory results
®E5: SLHELUR
Form 6: Symptom diary

#*6: EIRHE



Household transmission investigation protocol for 2019-novel coronavirus (2019-nCoV) infection

2019-3 BN A B(2019-nCoV) MR K AL BT R

Form 1a : Report Form for cases - Day 132 1a: Rk &5 R-E1R

| Unique Primary Case ID / Household Number J5 & Ji 191t — % ‘5 | K e 9 '

| 1. current Status LR

| o Alive 7737 0 Dead 3¢T:

2. Data Collector Information FAEWE AN E B

Name of data collector {45 A\ 1444

Data collector Institution {8 A FEA7

Data collector telephone number W& A HEL i

Mobile number#% £ H i

Email HE4H

Form completion date (DD/MM/YYYY) FA#% 52 HH (HAE)

S —

Date of interview with informant (DD/MM/YYYY) 53820 AR HE (H A A

HRER S MRZEREADRFERRD

3. Interview respondent information (if the persons providing the information is not the primary case)

First name % ¢

Surnamel: [X

Sex il

o0 Males o FemaleZ o Not known %1

Date of Birth (DD/MM/YYYY) A= H 1 (H H ) /]

Relationship to primary case 5 J& &I = &

Respondent address[f ik & {3 1k

Telephone (mobile) number HiE (FAHL 5

4. Primary case Identifier Information & &% 7R {5 B

First name%4

Surnamelt: X

SextE 3

o Male 30 FemaleZz Not known 411

Date of Birth (DD/MM/YYYY) A HH# (H A4

A

Telephone (mobile) numberf#if (FHL) 5

Age (years, months) fE#% (4E, H)

Email 55

National social number/ identifier (if applicable)

AU /ARR Cnd D

Country of residence J&1F [H

Nationality [E £%

Ethnicity (optional) ES % GEIED

Responsible Health Centre 57 {FEE 7 H

Nursery/School/College if appropriate %/ JLFE/24%/
K2 hniE FHWork/ Stay home etc TAE/#E 5%

5. Household informationZ B2 {5 &

Location of household / Address of primary caseZ BN B /5 &% 4T 1k

Household size (number of people who usually live in the house, this will be varied
depending on culture) SEEA/N CRBEN RS, I 2 IKHE SO FTR [

Number of rooms in house 7 8] £ &




Number of bedrooms il =5 % &

Age of each household member F137 5% BE i 571 [ 4F ik

6a. Primary case symptoms from onset of illness J& & %4 B & & AR

Date of first symptom onset* (DD/MM/YYYY) & X R IUREIR

H CH A

A
o Asymptomatic JLEIRT o Unknown K%l

Fever (238 °C) or history of fever* = 5%(38 °CZ LA )i it

o Yess& 0 No 7o Unknown < 1

K If yes, specify maximum temperature from
onset of illness: U1/, &L KRV
HH i iR P
Date of first health facility visit (including traditional care)* A
(DD/MM/YYYY) TSR — R IEIT AL H B (g2 o NARER o Unknown K&
wIT) (HAS
Total number of visits to health facilities since onset of
illness &I Ji I AE: 22T 7 HILAG T 8k
Total number of health facilities visited since onset of iliness  |F] Unknown
R S B 1 B2 T LA s B S A

6b. Respiratory symptomsFEI & RE R

Sore throat* WA

If Yes, date (DD/MM/YYYY):

o Yes#& o0 Nof5 o Unknown K&l

/i, HE CHA)

Cough*Z ik

If Yes, date (DD/MM/YYYY):

o Yes#Z o0 NofS o Unknown K&

/i, HE CHA

Runny nose* it & i

o Yesf& o No & o Unknown K&l

Shortness of breath* IR = {2

If Yes, date (DD/MM/YYYY):

o Yess& 0 Nof5 o Unknown 4

[/t B CHA

6¢c. Other symptoms AR

Chills £ Bl

o Yes/& o No 770 Unknown=R %l

VomitingX it

o Yes#& o No & o Unknown A&

Nausea:%.»

o Yes#& o No %o Unknown A&

Diarrhoea/l§ {5

o Yes#& o No & o Unknown &

Headache3kJf

o Yes#& o No & o Unknown &

Neurological signs If Yes, specify

BERGUER |, 008 | FHR

o Yes#& o0 No & o Unknown A&

Rash % O Yess& 0 No 770 Unknown A 41
Conjunctivitis& I 45 0 Yes#= 0 No 750 Unknown A1
Muscle ache L A O Yess2 o No 750 Unknown %0

Joint ache =1

o Yes/& o No 750 Unknown=RK %l

Loss of appetite & Ak Ak

O Yess& 0 No 770 Unknown 41

Nose bleediji £ Ifil

o Yess& 0 No 7o Unknown 1

FatigueJ& 57

o Yess& 0 No 7o Unknown A1

General malaise 4> & A i&

o Yes#& o0 No & o Unknown A&

Seizures#iiE

o Yes#& o No & o Unknown A&l
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Altered consciousnessi& IR L

o Yes#& o No & o Unknown A&l

Other symptoms J: etk

o Yes o No [J Unknown
If yes, specify:
o2 off ot

7. Primary case pre-existing condition(s)/5 & J5i 14 C. A FI5 %

Obesity L o Yes o No o Unknowno# o5 oANif
Cancerlgiji o Yes o No o Unknownofg o o iE
Diabetes i 77 o Yes o No o Unknownofg o o iE

HIV/other immune deficiency 505 / HoAth Sz B FE

A

0 Yes o No o Unknownos& o5 oA i

Heart disease U» F

0 Yes o No o Unknownos& o5 oA i

Asthma (requiring medication) B0 (75 Z25W)9697)

o Yes o No o Unknowno#& ot oANif

Chronic lung disease (non-asthma)t& 1 filigdps (22N

o Yes o No o Unknowno & ot oA i

Chronic liver disease g JIF- 7§

o Yes o No o Unknowno#& o oA

Chronic haematological disorder & : IfiL %

o Yes o No o Unknowno#& o oA

Pregnancy/f4.

o Yes 0 No o Unknown
If yes, specify trimester:
O First o Second o Third o NA
Estimated delivery date (DD/MM/YYYY)
]
0se 0t oNE
W2, EREW=1H
off =/H o E =MH ofa =M HoAEH
TivtA = H A (42 3 /H)
I

Chronic kidney disease &4 15 %

o Yes o No o Unknown o/ off o i

Chronic neurological impairment/diseasel& {1 ##1£ I fig

B /1

0 Yes o No o Unknownos& o5 oA i

Organ or bone marrow recipient#s B o % 5% &

o Yes o No o Unknownoi& o7 oS

Other pre-existing condition(s)}: & & A KI5

o Yes o No o Unknown
If yes, specify:

RS, IEFIH
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Primary case was vaccinated for influenza in the 12
months prior to onset of illness 5 & Jii {91l 71 & 7 1]
12 A N8R TR B

o Yes o0 No o Unknown
If Yes, date of vaccination,
(DD/MM/YYYY) /]
Country of vaccination:
o2 0 oA iE
WARE, ERHBEE/ A/H)
VA
A [ 5K

Primary case was vaccinated with pneumococcal
vaccine i &I FR T 98 2K B P T

If Yes, date (DD/MM/YYYY)

g, HE CH/A/48

o Yes o0 No o Unknown
(DD/MM/YYYY) /]
0se 0 oNE

(“F/H/H)

8. Case specimen collection (Day 1- baseline) i flir A K4 (BF1R-FZ)

Date baseline respiratory sample collected
(DD/MM/YYYY)

LA PR A USSR 1) H )

(*F/H/H)

(DD/MM/YYYY) /]
o NA

HIW(E/A/H)
A

OAEH

What type of respiratory sample was collected?

WSr 1 R R A 2

0 Nasal swab o Throat swab o Nasopharyngeal swab
0 Others

O TOWK 0O LW T OHAh

Has baseline serum been taken?

RO TR IS ?

o Yes o0 No o Unknown

If yes, specify date (DD/MM/YYYY):
O OF OAF
Wi, EAH HIEE/ H/H)

/__/___
Which laboratory was the specimen sent to?
P AR 305 8 WAR S 56 2 2
Date sent to other laboratory with coronavirus /]

expertise (if applicable) (DD/MM/YYYY)
KR e AR RS = M H I
FAH (EFEAH)

9. Laboratory results repoﬂing?&h%%?ﬁ%

Please impute laboratory results once they become available in the “Laboratory results report”
— B LI F S RIRE FHER T LI AR | 15H G R,




Household transmission investigation protocol for 2019-novel coronavirus (2019-nCoV)

infection A BIRFE (2019-nCoV ) B : REEEBBFEHE

Unigque Primary Case ID / Household Number

RERBIME— RS | RERS

1. Current status Q Alive &£7F
TR J Dead kT

2. Data Collector Information

BREBEARER

Name of the data collector

HEWEANR R

Data collector Institution

BREBEARFEIY

Data collector telephone number

BIREWREARNBESTE ( EH)

Mobile number

BRBEEARNFISE

Email

BAEWE AR R B T HRFE 1k

WeChat number
BREVREARNMES

Form completion date (YYYY/MM/DD) (YYYY/MM/DD) / /

HERAM (F/A/B) (F/R/R)

Date of interview with informant (YYYY/MM/DD) (YYYY/MM/DD) / /

XipBAM (F/A/R) (F/RIB)

3. Contact identifier information

SRR ENIRER
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Surname, First name

i
Sex d Male B
32 O Female &

 Not known Fi¥

Date of Birth (YYYY/MM/DD)
HAEBH (F/A/8)

(YYYY/MM/DD) /

(¥/A/8)

Relation to confirmed case

5WiLRHRR

Telephone (mobile) number

BiE(FH) S

Age (years, months)

FR(F,H)

Email

B F R

WeChat number
mES

ID number

BHIES

Country of residence
BEER

Nationality
B

Ethnicity (optional)
R ( IFE)

Responsible Health Centre

HXEB

Nursery/School/College if appropriate
Work/ Stay home etc

LB/ R/KRE (WNER )
%, THEEN , BRSF (WER)
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4. Household information

RERFS

Location of household / Address of contact if different
to address of primary case

fF4 ( MRB AT ERERAHEH )

Date of last contact with the confirmed case (YYYY/MM/DD) /

(YYYY/MM/DD) (%F/A/8)

RIE—XERERBEAHNZEMNBE (F/A/8)

Does the contact share a room (or usually does) with O Yes £

the primary case?

. N R . d No&

XM EBERERFEAER—EEMNED ? .
O Unknown Fif

Number of days during the time the case was ill at
home that were spent in contact with case (refer to
household contact definition)

REBPIERPERIE , #EatESHAHEMAIR
B (SEREEMENTENL )

Did the contact take care of the case during the time
he/she was ill at home before hospitalization?

EREFEOERRE. Ehal , EaERT RN R
IR B2

(W

Did the contact hug the case during the time he/she
was ill at home before hospitalization?

ERZBPIERRE. ERe , ERERTRRIR
wIEBl 2

(M Ny

Did the contact kiss the case during the time he/she
was ill at home before hospitalization?

ERRFEOERRE. Ehkal , EMERTEYYR
2IRB 2

L

(W

Did the contact shake hands with the case during the
time he/she was ill at home before hospitalization?

EREmAIERE. Eihke , EMERTERRR
PIELF 2

(M Ny N

Did the contact share a meal with the case during the
time he/she was ill at home before hospitalization?

ERRFEOERRE. Ehkal , EMERTERAR
Pl —E e 1R ?

L

(W

Yes =

No &
Unknown Fi¥
Yes 2

No &
Unknown Fi#
Yes =

No &
Unknown Fi¥
Yes 2

No &
Unknown Fi#
Yes &

No &
Unknown Fi¥
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Did the contact eat from the same plate with hands
with the case during the time he/she was ill at home
before hospitalization?

EREmAIERE. Ehke , EMERTERRR
Pl—RAFME - B/EFERIR ?

d Yes 2
d No&
[ Unknown i

Did the contact share a drinking cup/glass with the
case during the time he/she was ill at home before
hospitalization?

ERRFEOERR. Ehkal , EMERTERAR
Pl—BME—MEFEBERA ?

d Yes 2
O No&
 Unknown A~

Did the contact share utensils with the case during the
time he/she was ill at home before hospitalization?

EREmAIERE. Eike , EMERTERRE
PIRSEIHFHNER ?

Did the contact sleep in the same room as the case
during the time he/she was ill at home before
hospitalization?

EREmAIERE. Ehe , EMERTERRR
PIEER—TEHEE ?

0 Yes 2
d No&
O Unknown Fi¥
d Yes &
0 No&
O Unknown Fi#

Did the contact share a toilet with the case during the
time he/she was ill at home before hospitalization?

EREFEOERRE. Ehkal , ERMERTESRAR
B E — R 2

d Yes 2
O No&
[ Unknown A~

5a. Contact symptoms

A E R

Has the contact experienced any respiratory
symptoms (sore throat, cough, running nose,
shortness of breath) in the period from 10 days before
onset in the confirmed case until the

Present?

MERREPIBERZBIR10KRER , BIRRTAL
EMERS RS EMFRIEER ( BHRAE | &
B, OREE , FRIUE ) ?

L

Yes =

No &

L

If no, please skip to next section 5¢

wmE”, EEEBE R E5c

Date of first symptom onset (YYYY/MM/DD)
FERFFREVBE (F/A/B)

(YYYY/MM/DD) / /

(F/A/8)
Q Asymptomatic THEIR
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 Unknown A%

Fever (238 °C) or history of fever

REARAIERL (&

TEHETIBREE ) ?

d Yes &
O No&

[ Unknown i

W, KRR BREKE

5b. Respiratory symptoms

BEAGE AV IREAEIR

Sore throat

MR W ik

d Yes 2
O No&
 Unknown A%

If yes, date:

R, R A
(YYYY/MM/DD) /

(/A/8)

Coughing
I%

d Yes 2
O No&
 Unknown A%

If yes, date:

R, R A
(YYYY/MM/DD) /

(F/R/IB)

Runny nose

TS

d Yes 2
O No&
@ Unknown A~

If yes, date:

R, ERFFHR A
(YYYY/MM/DD) /

(F/R/IB)

Shortness of breath

IR S e

0 Yes 2 No &

[ Unknown A~

If yes, date:
meR”, ERFTFHAE :
(YYYY/MM/DD) /
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(F/A/8)

5c. Other symptoms

EaENWEEER
Chills d Yes @&
k31 d No &

O Unknown Fi%
Vomiting d Yes 2
X it O No&

O Unknown A%
Diarrhoea* d Yes &
fE55 d No&

O Unknown A%
Headache* d Yes &
K Q No&

O Unknown A%
Neurological signs* d Yes 2
WA RSER d No&

O Unknown A%

If Yes, specify
e, FiRBETLER

Rash* d Yes 2
B% ad No&

O Unknown A%
Conjunctivitis* O Yes &
SRR d No &

O Unknown A%
Muscle aches* d Yes &
i) O No&

O Unknown A%
Joint ache d Yes @&
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XA 9 No#&

O Unknown A%
Loss of appetite d Yes &
HRZER O No &

[ Unknown A~
Nose bleed d Yes &
ik Nl d No&

O Unknown A%
Fatigue d Yes 2
w53 d No &

 Unknown A~
General malaise d Yes &
25 TE Q No &

O Unknown A%
Seizures d Yes &
HE ad No&

O Unknown A%
Altered consciousness d Yes &
EilE Qd No&

[ Unknown A~
Other symptoms* d Yes =2
HeER 0 No&

O Unknown A%

If Yes, specify
wmeg”, BB LER

Obesity d Yes 2
BE A% 0 No&

[ Unknown FiF
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Cancer d Yes 82
R d No&

O Unknown Fif
Diabetes d Yes
TR PR Q No&

O Unknown Fif
HIV/other immune deficiency 0 Yes 2
HIVEBRRE EREZRLIRE Q No&

O Unknown Fif
Heart disease d Yes

O Unknown Fif
Asthma (requiring medication) 0 Yes 2
Bhm ( EEHYAETT ) QO No &

O Unknown Fif
Chronic lung disease (non-asthma) d Yes 2
B IERTERESS ( BERRERIN ) 3 No &

O Unknown Fif
Chronic liver disease d Yes
1B MR B 3 No&

O Unknown Fif
Chronic haematological disorder d Yes £
18 1 0 RS 3 No &

O Unknown Fif
Pregnancy d Yes 2@
e d No&

O Unknown Fif

If yes, specify trimester:
MRR , FAENREME
O First 2251
O Second ZH
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O Third 22858

Q NA FEH
Estimated delivery date
itE~HBE -
(YYYY/MM/DD) / /
(F/A/8)
Chronic kidney disease d Yes
8 4 B B RS O No &
O Unknown Fif
Chronic neurological impairment/disease d Yes
= 2 4= ay J
UL RS RENKRRE O No&
O Unknown Fif
Organ or bone marrow recipient d Yes 2@
A2 {3z 57 58 2 o
CEZRENEHEBE QO No &
O Unknown Fif
Other pre-existing condition(s) d Yes &
o M 2 9
HEetr e BEkE Q No &
O Unknown Fif
If yes, date:
MR, ER A
(YYYY/MM/DD) / /
(F/A/8)
Place of vaccination
Bt
Contact was vaccinated for influenza in the 12 0 Yes
months prior to onset of illness in the case a No &
s e A N ofa
EaE AR AF 12N A NG BT RRE .
- O Unknown Fi¥
H
If yes, date:
meR”, ERBEH
(YYYY/MM/DD) / /
(F/R/8)
Contact was vaccinated with pneumococcal 0 Yes
vaccine
d No&

If yes, date
BEAMETEMNS MR RERE

[ Unknown Fif
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(WER )

WmR, WEEERAH Fyes, date:
wmeR”, EMAE
(YYYY/MM/DD) / /
(F/R/8)
Date baseline respiratory sample collected* REQH -
BELWREHARERDR (YYYY/MM/DD) / /
(%/A/8)
Q NA F&EH
What type of respiratory sample was collected? 0 Nasal swab £ERF
REHYIFRIERARE O Throat swab IR ¥
J Nasopharyngeal swab &R ¥
O Others &
Has baseline serum been taken? O Yes 2
EAXETELMEFE? d No&
O Unknown Fif
If yes, date:
meg”, REBRM
Which laboratory was the specimen sent to?
BEABIEEBNKRKRE ?
Date sent to other laboratory with coronavirus R BE
expertise (if applicable) (YYYY/MM/DD) / /
RAMRERCTFETUORRENAB? | opp)

Please impute laboratory results once they become available in the “Laboratory results report”
BFEXRELEREER  EEXRELERRE
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Household transmission investigation protocol for 2019-novel coronavirus (2019-nCoV) infection

2019 B RIFE(2019-nCoV)BRREA B AEH R

Form 2: Report Form for cases and household contacts — Day 7

®2: BRI R REZEMERER - F7H

10. Respiratory specimen collection (Day 7)

FREHARE (F7H)

Unigue Primary Case ID / Household number

RERHIME—RS/RERS

o NA FiEH

Date of sample collection

HARERH

(F/AB)Y__/__ |/

What type of respiratory specimen was collected?

BEARRE

o Nasal swab&# F

0 Throat swab 'R F

0 Nasopharyngeal swab &R F
0 Others Hfth

Who collected the respiratory specimen?
REANR

o Study staff/research urse 3t A &/ +
o Self-collected B3 ¥

Which laboratory was the specimen sent to?
HREEBANREE ?

Date sent to other laboratory with coronavirus
expertise (if applicable)

HAWEEETCBRETLNXBENAR?
(WER)

(F/R/B)____1__ |
Specify laboratory:
EREEMR

11. Laboratory results reporting

FEXBREEREER , EEXRELRRE

Please impute laboratory results once they become available in the “Laboratory results report”

12. Outcome (Day 7)
Z£R (%7H)

Outcome

25

o Alive £7 0 Dead 8T
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o NA F5EHA o Unknown FiF

Outcome current as of date

ZREBH

(F/AB)Y__/__/

o Unknown R i# o NA F5EH

Hospitalization

EBRER

oYes & 0No & 0 Unknown ~iF

If yes, date of first hospitalization
EWIAER , ABRRBH :
(F/R/8 ) / ___/___ o Unknown?®i#

If yes, specify reason for hospitalisation:

HHINER , FRBARERR :
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Household transmission investigation protocol for 2019-novel coronavirus (2019-nCoV) infection

2019 B RIFE(2019-nCoV)BRREA B AEH R

Form 3: Report Form for cases and household contacts — Day 14

K3 BRI R REEMERER - $£14H

13. Respiratory specimen collection (Day 14)

IR EFARKE (%148 )

Unigue Primary Case ID / Household number

RERHIME—RS/RERS

o FEH

Date of sample collection

HARERH

(|/RB)Y__[1__ [/

What type of respiratory specimen was collected?

BEARRE

o Nasal swab& 3 ¥

0 Throat swab IRHZH F

0 Nasopharyngeal swab SR ¥
0 Others Hfth

Who collected the respiratory specimen?
REANR

o Study staff/research urse #FZE A R /3 +
o Self-collected B X

Which laboratory was the specimen sent to?
HREEBANREE ?

Date sent to other laboratory with coronavirus
expertise (if applicable)

HAREERTCBINEET LXRENEH ?
(WER)

(F/A/8) [
Specify laboratory:
XREER

14. Laboratory results reporting

FEXBREEREER , EEXRELRRE

Please impute laboratory results once they become available in the “Laboratory results report”

15. Outcome (Day 14)
£R (%148)

Outcome
&

o Alive £7 0 Dead 8T
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o NA F5&EA o Unknown Fif

Outcome current as of date

GRREBH

(F/AB)Y__/__/

o Unknown R i# o NA F5EH

Hospitalization

EBRER

oYes & 0No & 0 Unknown Fif

If yes, date of first hospitalization
BHEINMER , ARBH .
(F/R/8 ) / ___/___ o Unknown?®i#

If yes, specify reason for hospitalisation:

HHINER , FRBARERR :
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Household transmission investigation protocol for 2019-novel coronavirus (2019-nCoV) infection

2019 B RIFE(2019-nCoV)BRREA B AEH R

Form 4: Report Form for cases and household contacts — Day 28

®4: BRI R REZEMERETR - $28H

16. Respiratory specimen collection (Day 28)

PR ERARE (5$628H )

Unigue Primary Case ID / Household number

RERHIME—RS/RERS

o FEH

Date of sample collection

HARERH

(|/RB)Y__1__ [/

What type of respiratory specimen was collected?

BEARRE

o Nasal swab& 3 ¥

0 Throat swab IRHZH F

0 Nasopharyngeal swab SR ¥
0 Others Hfth

Who collected the respiratory specimen?
REANR

o Study staff/research urse #F3E A R /3 +
o Self-collected B X##

Which laboratory was the specimen sent to?
HREEBANREE ?

Date sent to other laboratory with coronavirus
expertise (if applicable)

HAWEEETCBRETLNXBENAR?
(WER)

(F/A/8) [
Specify laboratory:
EXREE

17. Laboratory results reporting

FEXBREEREER , EEXRELRRE

Please impute laboratory results once they become available in the “Laboratory results report”

18. Outcome (Day 28)
£R (%28H)

Outcome
&

o Alive £7 0 Dead 8T
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o NA F5&EA o Unknown Fif

Outcome current as of date

GRREBH

(F/AB)Y__/__/

o Unknown R i# o NA F5EH

Hospitalization

EBRER

oYes & 0No & 0 Unknown Fif

If yes, date of first hospitalization
BHEINMER , ARBH .
(F/R/8 ) / ___/___ o Unknown?®i#

If yes, specify reason for hospitalisation:

HHINER , FRBARERR :
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Household transmission investigation protocol for 2019-novel coronavirus (2019-nCoV) infection

2019 B RIFE(2019-nCoV)BRREA B AEH R

Form 5: Laboratory results
RE: KB EL

This table will need to be completed for every specimen collection at each point in the follow-up,
depending on the chosen specimen collection schedule.

MRIEENFARENE R  ERTPEAEAREGTEERSE,

19a. Molecular testing methods and results:

DFRNITEREGR

Lab identification number 3236 # A 455

Date sample collected # 2 Y £ B £ (F/R/IA )Y ___ 1 1___
Date sample received ¥ 25U H HA (F=/R/IB)Y____ 1 |___
Type of sample o Nasal swab& & ¥
RARH 0 Throat swab RHZH F

0 Nasopharyngeal swab &R ¥
o Others, specify:
Hith , 1§16 -

Type of test o PCR REH8E R BI
oy it

0 Whole genome sequencing

SERANF

O Partial genome sequencing

o BEREN

o Other, specify
Hith , 1§58 -

Result 0 2019-nCoV 2019-# Bk &
wNER o Others, specify:

Hft , FE8 :
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Date of result (F/R/8) /]
WMELEREH (F/A/R)
Specimen shipped to other laboratory for 0 Yes 2 oNo &

confirmation
Date (DD/MM/YYYY)

BEAREEHMIBERLERIA
B (f/RA/B) ___ /1 __ |

(|/RB)Y__1__ [/

19b. Serology testing methods and results &R M 75K E R

Lab identification number SRR RS

Date sample collected # 2 & B £

(F/AB)Y__/__/

Date sample received #4521 B £

(F/R/1B) __ [/

Type of sample
=¥ Y]

o Serum M7&

o Others, specify:

Hfty , E5H

Result (2019-nCoV antibody titres)
R (2019 FiEmENEEE )

Date of result

WMELEREH (F/A/R)

(F/RIB)__/1__1I

Specimen shipped to other laboratory for
confirmation
Date (DD/MM/YYYY)

BEAREEEMIBERLERIA
BE (/A/B) __ /|

OYes &

(F/R/IB)

/

o No

|
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Household transmission investigation protocol for 2019-novel coronavirus (2019-nCoV) infection

2019 B RIFE(2019-nCoV)BRREA B AEH R

Form 6: Symptom diary

6 R A&

Each household contact will be asked to record the presence or absence of various signs or
symptoms each day for up to 28 days after the administration of the baseline questionnaire
(minimum 14 days).

BELHABRAER28RA (ED14X)  ERBIREZEMESRICRXREHIAZIHEER
AR

With 2019-nCoV, the extent of clinical presentation and spectrum remains unclear, so symptom
diaries may be broadened to include vomiting, diarrhea, abdominal pain, etc., as relevant and may
need to be altered to include symptom data for longer than 14 days.

LFERBNIEARANMKREETFE , HESICRERTRRSERL, BE, BEF
MXER , AFERKICRTE (EE14XK) .

If no symptoms are experienced, ensure that None is selected in the second column.

MEKBEAER |, BHESE ZFIP kT Em.

Day Symptoms

X FEAR
No symptoms Fever Sore Cough Running Shortness Other
(check if none throat nose of breath symptoms:

. 238°C .

experience) specify
TR R 0 % 9 32 8k TREH FRIfE |Hft:HE
(IR — R ( o8

R ) H38E )

ONone THiEIR |OYesEH [(OYesEH |OYesEH |OYesEH |[OYesEH
oNo & o No & oNo & oNo & oNo &

ONone EfEIR [OYesEH |OYes®EH |OYesH |OYesEH |OYes H
oNo & 0 No & oNo & oNo & oNo &

ONone BfEIR [OYesEH |O0Yes®E |OYesEH |OYesE |OYes H
oNo & o No & oNo & oNo & oNo

ONone EfEIR [OYesEH |OYes®EH |OYesH |OYesEH |OYes H
oNo & 0 No & oNo & oNo & oNo 7
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4 ONone TfEIR [oYes®H |oYesBH |oYesE |oYesH [oYes H
oNo & o0 No & oNo & oNo & oNo &
> oONone THiEIR [CYesEH |oYesE |oYesH [oYesBH |oYesH
oNo 0 No & oNo & o No oNo 7%
6 ONone TfEIR [OYes®H |oYesBH |oYesE |oYesH [oYesH
oNo & 0 No & oNo & oNo % oNo
7 ONone THiEIR [oYesEH |oYesE |oYesH [oYesBH |oYesH
oNo & 0 No & oNo & o No oNo &
8 ONone TfEIR [OYesH |oYesBH |oYesE |oYesH [oYes H
oNo & o No & oNo & oNo & oNo
9 ONone THiEIR [CYesBEH |oYes®E |oYesH [oYesBH |oYes B
oNo & 0 No & oNo & oNo & oNo 7
10 ONone TfEIR [OYesH |oYesBH |oYesE |oYesH [oYes H
oNo & o No & oNo % oNo & oNo
11 ONone TiEIR [CYesBEH |oYes®E |oYesH [oYesBH |oYes B
oNo & 0 No & oNo & oNo oNo &
12 ONone TfEIR [OYesH |oYesBH |oYesBH |oYesH [oYes H
oNo % o No & oNo % oNo % oNo %
13 ONone THiEIR [COYesBEH |oYes®E |oYesH [oYesBH |oYes B
oNo & 0 No & oNo & oNo & oNo &
14 o0None TR [oYesEH |oYes®E |oYesEH [oYesBH |oYesH
oNo & o No & oNo % oNo & oNo
15 ONone THiEIR [CYesBEH |oYes®E |oYesH [oYesBH |oYes B
oNo & 0 No & oNo % oNo & oNo &
16 ONone THiEIR [CYesEH |oYesE |oYesH [oYesBH |oYesH
oNo & o No & oNo oNo & oNo &
17 ONone TfEIR [oYes®H |oYesBH |oYesE |oYesH [oYesH
oNo & o0 No & oNo & oNo & oNo &
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18 ONone TfEIR [oYes®H |oYesBH |oYesE |oYesH [oYes H
oNo & o0 No & oNo & oNo & oNo &
13 oONone THiEIR [CYesEH |oYesE |oYesH [oYesBH |oYesH
oNo 0 No & oNo & 0 No & oNo 7%
20 ONone TfEIR [OYes®H |oYesBH |oYesE |oYesH [oYesH
oNo & 0 No & oNo & oNo % oNo
21 ONone THiEIR [oYesEH |oYesE |oYesH [oYesBH |oYesH
oNo & 0 No & oNo & 0 No & oNo &
22 ONone TfEIR [OYesH |oYesBH |oYesE |oYesH [oYes H
oNo & o No & oNo & oNo & oNo
23 ONone THiEIR [CYesBEH |oYes®E |oYesH [oYesBH |oYes B
oNo & 0 No & oNo & oNo & oNo 7
24 ONone TfEIR [OYesH |oYesBH |oYesE |oYesH [oYes H
oNo & o No & oNo % oNo & oNo
25 ONone TiEIR [CYesBEH |oYes®E |oYesH [oYesBH |oYes B
oNo & 0 No & oNo & oNo oNo &
26 ONone TfEIR [OYesH |oYesBH |oYesBH |oYesH [oYes H
oNo % o No & oNo % oNo % oNo %
27 ONone THiEIR [COYesBEH |oYes®E |oYesH [oYesBH |oYes B
oNo & 0 No & oNo & oNo & oNo &
28 ONone TfEIR [OYesH |oYesBH |oYesE |oYesH [oYes B
oNo & o No & oNo % oNo & oNo

Note: This translation was not created by WHO. WHO is not responsible for the
content or accuracy of this translation. The original English edition shall be the
binding and authentic edition.
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